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Divergence between Distributions
Divergence measure in probability space: Kullback-Leibler divergence
Local and Global Divergence Measures
Global Divergence slide-15
Divergence Measures and Statistical Significance
Divergence between the distribution over the window, P S (t), and the average
Divergence between the distributions over two adjacent windows, P S (t) and P S (t ) , whereP S =
Null hypotheses: P S (t) = P S and P S (t) = P S (t ) 
Conclusions
• Sliding window: marginal posterior distribution over tree topologies , conditional on the selected subset of the alignment.
• Global divergence measure: Kullback-Leibler divergence between a local distribution and the global distribution.
• Local divergence measure: Modified Kullback-Leibler divergence between adjacent local distributions.
• Comparison with TOPAL and PLATO on several synthetic benchmark problems.
• Distinguishes between recombination and rate variation .
• Detects all recombination events.
• Hepatitis B virus: New method detects breakpoints predicted with TOPAL plus two additional breakpoints. 
